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© Copyright 2004, Applied Biosystems. All rights reserved.
For Research Use Only. Not for use in diagnostic procedures.
Authorized Thermal Cycler

This instrument, Serial No , is an Authorized Thermal Cycler. Its purchase price includes the up-front fee
component of a license under United States Patent Nos. 4,683,195, 4,683,202 and 4,965,188, owned by Roche
Molecular Systems, Inc., and under corresponding claims in patents outside the United States, owned by F. Hoffmann-
La Roche Ltd, covering the Polymerase Chain Reaction ("PCR") process to practice the PCR process for internal
research and development using this instrument. The running royalty component of that license may be purchased
from Applied Biosystems or obtained by purchasing Authorized Reagents. This instrument is also an Authorized
Thermal Cycler for use with applications licenses available from Applied Biosystems. Its use with Authorized
Reagents also provides a limited PCR license in accordance with the label rights accompanying such reagents.
Purchase of this product does not itself convey to the purchaser a complete license or right to perform the PCR
process. Further information on purchasing licenses to practice the PCR process may be obtained by contacting the
Director of Licensing at Applied Biosystems, 850 Lincoln Centre Drive, Foster City, California 94404.

DISCLAIMER OF LICENSE: No rights for any application, including any in vitro diagnostic application, are
conveyed expressly, by implication or by estoppel under any patent or patent applications claiming homogeneous or
real-time detection methods, including patents covering such methods used in conjunction with the PCR process or
other amplification processes. The 5' nuclease detection assay and certain other homogeneous or real-time
amplification and detection methods are covered by United States Patent Nos. 5,210,015, 5,487,972, 5,804,375 and
5,994,056, owned by Roche Molecular Systems, Inc.; by corresponding patents and patent applications outside the
United States, owned by F. Hoffmann-La Roche Ltd; and by United States Patent Nos. 5,538,848 and 6,030,787, and
corresponding patents and patent applications outside the United States, owned by Applera Corporation. Purchase of
this instrument conveys no license or right under the foregoing patents. Use of these and other patented processes in
conjunction with the PCR process requires a license. For information on obtaining licenses, contact the Director of
Licensing at Applied Biosystems, 850 Lincoln Centre Drive, Foster City, California 94404, or The Licensing
Department, Roche Molecular Systems, Inc., 1145 Atlantic Avenue, Alameda, California, 94501, USA.

Trademarks

Applied Biosystems, MicroAmp, Primer Express, ROX, and VIC are registered trademarks of Applera Corporation or
its subsidiaries in the US and/or certain other countries.

AB (Design), ABI PRISM, Applera, Assays-by-Design, Assays-on-Demand, Celera Genomics, FAM, iScience,
iScience (Design), and MultiScribe are trademarks of Applera Corporation or its subsidiaries in the US and/or certain
other countries.

AmpErase, AmpliTaq Gold, and TagMan are registered trademarks of Roche Molecular Systems, Inc.
SYBR Green is a registered trademark of Molecular Probes, Inc.
Microsoft and Windows are registered trademarks of Microsoft Corporation.

All other trademarks are the sole property of their respective owners.
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IZIZ’

a. ¥t File (C#F) >New CGHi) .

b. M Assay (S25) FHugl£r, @E#F
Relative Quantification (ddCt) Study
(FEXER (ddCt) B0 , RJm il
Next> (F—2>).

1B EE T HIKE

13T E 8 7 BIL I T FE

J Setup ¥ Instrument Y Results

C Temp
Estimated Time Remaining (hh:mm) Sample: Heat Sink
Cover: Block
Stop
C
Disconnec | Stews Stag i
Time (rim:ssk Step:
Exlend State:
i~ Thermal Cycler Protocal
Thermal Profie | Auta Incremert | Ramp Rste |
stage 1 stage 2 stage 3

Add G| AddHold | Add Ste | AddDissociation Stage | Delete Help

o
Sample Yokme () [0 I¥ 9600 Emulation

Amplification Plot Data: | Stage 3, Step 2 (60,0 @ 1:.00] =

FE! RQStudy (MIXfwEEifs) Thik
XFF 7300 PCR & AT LT, 14 7500
PCR U bR AERC E -

c. i Add GAHND) » Ke S ARSI 2T
gith, ARJE .l Open (3TFF) «

R {5 RQ BT, SIS
10 AT I REAR

d. 5 Finish (5880 -

TR

Newr Document Wizard

Define Document
Select the azzay, container, and template for the document, and enter the operator name and

comments.
Aszzay: |F|e|ative Quantification [ddCt) Study j
Container ; |98-W'e|| Clear j
Template : | J

| P

Operator : |Administrator

Commerits :

Default
Flate Mame : |F'Iate1 5

| Mest > | Finizh

Cancel

=
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F1E FHFEXNESTGRE
HERIEE T BIE R

6. rirAfixte BEdE, RIS 5 5.

a.
b.
C.
d.
e.
Zit

{FH] Auto Ct (EHZ) Ct) BT 5EE v
ZH(m) I Hr

ER: AOCTEN, WS 38 L “HilE
IHTE”

T G4 S TE A8 B A S0 1) e AR SR 2R RN 1
{H¥E, A[iEFE Manual Ct (T35 Ct)
F1 Manual Baseline (FzhHtse) kT,

WRAT L E, Tl R I Ee R

R B 40 T s RR LR RN
{E: » R

i » BUEFEE Analysis (M) >
Analyze (PATHHT) CLF- R BT .

7E RQ Results  (FHXFE &S & HH
B —ANEIR, AR ST

WHIRTEE, ARAF LA & 9T (RQ
Study) 3

A B 7R, CCR2 AR NP R IA K
P EEAETE B MBS e 0 2

TR

Analysis Settings - Relative Quantification

Ct Analysiz
Detector: |A|| j
+ Auta Ct
" Manual Ct
Thireshold: |0.200000
~
fis Start [cycle]: [Auta End [cycle): [Auto
Gene Expreszion
Calibratar 5ample
Endogenous Control Detector |GAPDH j
Control Type: &+ Mon-multiplexed

Rl Min/Max Corfidence |32.00 | x

Feplicate and Outlier Removal

¥ Remave Outlier

QK & Heanalyze| QK | Cancel Apply

o 4 & & 10 1 14 16 1§ 0 X 4 6 % (3D 32 34 36 3® 40

|
PR HEIT U I B B A2 R B B EAE R R 5L

B REE A
s d 8l EF [ omi|Dota: [DetaRnvs Oycle _~]|Calibrater:  [iiver ]| Orientation:  [Detector
el jﬂ Plate ¥ Arplification Plot Y Gene Expression

0.20

000
000
000

Falip

-020
-0.40
060
080

1
-1.20

i
« -1.40
. \\\-__—’//
[\ Sample Summary £ "Well Information ; Se—rlc

ion)

Log 1 (Relative Quant ficati

ACVR
2CVR2
ccr2
cap
FLT4
GAPDH

10
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IR E

TER?E

BN FIRE X E S
TSR

BitEM EE
1%+% PCR A% SEE12 T
Ejﬂﬁ R EMXM E 8 LI ZRAE 1371
EIFUFRR L% 15 T
MAER B R R ‘
* 1%, PCR %18
RE—THERREER :
! B #
5 - RO BIR% 16 T
(RT-PCR)
IEEIRE TS99 SHEAT T
@*ﬁiﬂ‘i%

TR
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F2E RIMHENESXR
#FE PCR 7%

1£# PCR 773

PCR 7372 PCR 4% LL RWF AL — 44T
o W SON, AR SO BUSON AL AEAE B K S TR RS OB R AT AN H
NS RAIE ARPO TR &

o ZHNN, AESRNHAEAEPANEEE L G100 BRSSPI AT B AS H R
FPoI A PRSI

[ | O B | Hisslas
g0 00 O WM
O, ERNE R e

Hi— PCR ¥4 % H PCR 31t

IRAFARAE R TR RSy, PRI AT LA AR A I SRR VAR, B R
DRNFSE
o EHRALN PCR P~ WAL AIKIZ MY — §— PCR ¥4 W] { ] SYBR® Green
o, TaqMan 1b22 56 68 A . £ 5 PCR $7 19 Hfig i [i] TaqMan 4622 5¢ Y685 o
o EUFRIRPRUCAL AN GG UE S 56 P 7 46 2% (I 18] — E#L— PCR B3 Hh 31 H bx
FP B\ PN X B 93 Sl A0 B B S b gk AT, DRI LK 22 H PCR 7 1 g 2 S R IR AL
AT UE I 7] o
FEZ B PCR Y, 5% IEMIAR UGS IIRE HARPHI 5 B YEZ 21 AT
EERE (ARG H AR %D, LRI H RS ACH

BE! EEN HAAUNE L, g TR SR IR L 2
PG AT

gEAh, 2 H PCR ¥ G AER M His1r 2 A RN, AT RE B W IR M
TR ZE R DTSR o

HRZEMP— PCRY WMMIVEN, WS (FARIMNEZMF757) (SDS
Chemistry Guide) (135 4348358) .

FEZR B S8 T R . — PCR 978535, BRI
o EHERIHAREH (23 MR, b AXHED BOK
o S0 T DL A AT BRAIE I R A2

TR
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X E &K

R YOE T R — S HY WOTVES, TR e AR E S TP RN A TR 2L
gr

o HFRTH| — BE AR

o RIEAR — FIVELRE S FAERIPIFE A .

o WX — HILAE T A SEEAE A T AR A — U — AN 3 )
WVE N BB ES G, 0% H AR cDNA B & AT, BAX 2 i\ 2 &
AN cDNA f . 1T
— TEPREARSETY (i, FELeE 2 PR LR R LD TR A

IR I
— WHCRAEA T RC BN AN SO, IR S AR AT — S A R
Gh, AERINAR b, BERAEA S (R BEAS SR AR 20 15— A AR
— S, FEEIER A B-actin (- WIBIEL 1) glyceraldehyde-3-phosphate
(GAPDH) (B H vl B I &0 ) 1 ribosomal RNA (rRNA) R HEAARZ 1%
TR FRAE A XTI, DR AT T R K T AR AR E

o B RMNAL — X TAIRE R, SKENH ARG A w) @M A

PR HEAE FH AN 2 AN E G SN AL, DA R gt W& e

A RIXLCER W ETEM B, WS (PRI AT F 757D -

TR

7300/7500 LRI E S PCR {UEM ES LI NI 1IER 13



F2E RIMHENESXR
REERT E 2L

I

LER IS, 92 H 2 LA R . B IR D4 4 rb J LR RE R (R 30K 1 23 B HARSER, A13% ACVRI.
ACVR2. CCR2. CD3D 1 FLT4, #5:&Hixro, VKB EREAVE ML IESS

SDS K AL IE B FEAR TR R IE KPR 8 A 1. Bk, WS AE EEAFIE A B2 1) ACRVL, 'S+ ACRVI FZERIER
KRS T 1. R, mSFELeh () CD3D R/, 3L CD3D 3HE R ACEH DT 1.

R R AR 52 B2 DA PCR 3 B9 N JERAIG, SO P B %2, PCR Pt ailiss, M7 ethaliss . i Beasin £ & 3 b (4
MRt ] REAFAE I 225, K5 GAPDH 1A XTI . O BARSEDR R IE AP s W TR IMERIE Ko D W T REFP 41 SR & —
AR

RS 3 BRI — ARV Z . W H, RERRA LR P B S i A S H bR AR R AN s NAR B BA T
W, BATERNZE, SERSRANE B — PCR ¥ 887k, Kk, 384 Pyt BRAE A i s AL S 9788 B A5 20468 A 6 s FL & A [)
B S AL

RERREAM AR AL H] T DU RONAL (AR ), DA fRge it 5 k.

ERE: AEMDSE BRI R, A SN RE ARG ST RN K BN, AR T B D B K. AR SE g Bt
K JURHREAAE R — AN SR B ATH 8, W R R

TEARN G s Sege A SRR A 1 — R AR B W TR SEIAE [F]— AN R NVAR LIz AT 2 REARERY, A
(LD o FRH NS ZA LN HART AR ER | B REA SR P IR 20 B 7R R — AN RONAR b,
— AN SONAR KR

JHF A B i 5% 1
0000000000 OO } H H ‘
000000000000 S
sorsasziiies
—— S 000000000000
000000000000 000000000000 HA&
e00000O0OCOOOO 000000000000
000000000000 .. 000000000000
©®®e®0®®®0 00 I (Garpy 0101010 9101018 0000 || ;i

©00JgBoodgpLooTr (GAPDH)
00000000000 0
000000000 OQ0OQ®O®
GI0I0I0 SI0I0I0 OIeIeI® ||
GI0IeI0 SI0I0I® SI0e® | | ..,
000000000 OQ0OQ®0®
e0o00000000Q0OQO®
0000 OI00® OIOO® ' ;i
@0 e e ®®®®0 00 Garph)
00000000000 0]
000000000000
0000 0000 00O ||y
0000 0000 OO0 || .\
000000000000
000000000000
0000 0000 OOOO | 5w
0000 0®®@0@®0 00T T (GAPDH)
bk 3
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HERUERE S

V457 f 1) A4 T Al
IR FRA
KFUFRR K E MM RGEA A e BEPT L 2O, Tl S PCR AR PCR
e, W ERPTE.  TagMan $REFERFIA SYBR Green I 4627228 ik 7, :%L‘%ﬂ}
A TR R O 5k - SRAGE SO, (RT-PCR). 3 KIXEE4k 2258 k5]
PISEVEL I, TES 0 (PRI R 157D -
TaqMan® A5 B & BERE SEERFR
L g @ = @ i ® o
TaqMan b2 SORAME I —Fh aTRFOCIRRE ek | . v .
WL PCR AR A SRRy 57 0% PCR 74« — " % 5
n=t
ET=):3 ) H N ik x5 e
o SHEERE RIS B . B AR R 2 SE1: BREEA R) FER SE1 (8D . HEFMHEEEM
SULIREL ML, SRS IR 20 (Q) A TaoMan sty NS, A RS BT
5 013 i, HER
. R{LE TR me® WAL
o ARALTT H R SEES 3B T vk
o AVFTE PCR MIRIHAT 5 AZ TR I 43 4
SR BARRTTH
(Q. - —@3’
: Lo .3 - .
5 A g
PR 2. EENEREINAE, P& 3: IREEFMNELERF
AmpliTaq Gold® DNA B &1 PERE, BREEFEERL.
riREr, HRLIMEREB.
SYBR® Green I &7 o ¢ ¢ e & $B1: RERR
B T T T SYBR® Green | 3% 5W
#& DNA 55 R & k.
i/ SYBR Green I %0t (—FiXUE DNA 4545%¢
M), 7E PCRAEFF ] PCR =R A1 [R5 PCR
FEEAT A AN 53y ) ) $IE 2. Tk
b ® ° DNA Z51£Rf, SYBR®
; Green | 5CAIFRER, M
o FRARIA CRTFEBED ME 5N SR E B SS.
o AIYTHEITA WUHE DNA
o Lk PCR 4 HEAT HOREEMEAR P o T 3: RERN
[ I @ N RN
o WOCHIA TR T & 05 e i R gy | 8 SRR, 3IPIRIAFE
e e XX PCR =4,
JRIRtE . o
A5 AT XU DNA [P 8454, TR T R85k masi
SR BHYEAR 5, AT A i i £ B 20 T Sk A
B AR R R o o ¢ e @ LB 4. BERRMNTER
N P P SYBR® Green | 335
S S S S S S WEEFEIEE, B
T F 35 38 R

TR
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F2F RIHEXNEERE
BE—LEHFEARIER - BEMGiERE (RT-PCR)

EFE—T AR IERER - BEE8#E R (RT-PCR)

MPATERS PCR I, EAIEFRAER— Ny (—
) h AT RS (RT) F PCR 973, o nf 7%
SYTFRIRN (B3 oy AT S % e A

B AN R B e T I BV

i%‘ RT-PCR:
o PisiE RT-PCR 7PN 4 TF 10 B AT .

B, 1A RNA % cDNA, K5l feiis REECR

PCR %} cDNA #7944, X 7EE S T HER RNA

WAL/ CDNA BERR RV (123t sk .

TR0 cDNA LU AT o Tﬁﬁﬁ T

AmpErase® UNG P 11 5% B V5 4 @,

BE ! A B A 0 (1

RT-PCR Bito 47 %M LT B, 1625 memEn|

(FIN BN 155 o %2 DNA

@ Z#EE

PCR ¥~ RIRF

147
PRC ¥ 5471 l

—3¥: RT-PCR
o E—LRT-PCR Y, ¥ (RT) F1 PCR ™
WER—ANEMP R ARG kA, AR R HeAR RNA
A BT A4F RT &% PCR 4 Bt e | Al
o SR, #E—H7K RT-PCR 1, HAREAL
5% B8 % AmpErase® UNG  (uracil-N- 1
glycosylase, HJIJREENE -N- HEEEAGHE) o A45KC ﬁ
UNG BERISEVEAN LR, W20 (/72080
R FEIEHD - RHERAE 1
#1 PCR #1&
%R
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HIBIREFISIY S

BINH SR RER - REEERMN (RT-PCR) A KRF&

WEF PR vl e
TagMan X771 BRI & S EES% (RT) High Capacity cDNA Archive Kit 4322171
( RZ%H: cDNA FEIRFIE )
PCR TagMan Universal PCR Master Mix 4304437
(TagMan il 1§ PCR " B4 Ty AF))
SYBR Green I 7185355 & . Sz % (RT) High Capacity cDNA Archive Kit 4322171
( K24 cDNA JERFIE )
PCR SYBR Green Master Mix 4309155
(SYBR Green Tty i5))
S 53 (RT) il SYBR Green RT-PCR Reagents 4310179
PCR #"#§ (SYBR Green RT-PCR 7))

IR

AT FRREE R PO R EE RS | )R T LA Assays-on-Demand™ ™ i R4 P46 F], A TagMan L2726, PIZREL RT-PCR Af

HI TaqMan B s G AL 22 DO BCR I IO GIHAT, W B3R R,

IR A05 49

N H AR ZI AT PP S E SR NS AL 5 o SRR N B R S8 8w D 4R

EFRIG )Pt =Pk %

 Assays-on-Demand™ Gene Expression Products (Assays-on-Demand"™ FE X 1A
PR — P L. #2Z1 TagMan 5" ARSI &4, T AL MR
BOK AR s . AR5 TREFH S TEN T S Bl Mk

http://www.allgenes.com

o Assays-by-Design™ (fREBH5IWFIERE) RS —

P FH) (525 4329500) .

wibs G da kR
P TR S IR O R S5 o an ST 75 I S5 o AT S i MR 2 2, W]
{EFH IR . EEAT IR SS, 15 5 26 N AR R G0 A R AR IR R
e Primer Express® (5|#¥cit) B — HBE N B Qe &S558 7 st 5149
FEREL o AR LA EVEA U, WS04 (Primer Express #11F 2.0 /K

S FE N ARG AR B AT BT R, O E R TR T k. 3

WX LS M B v F T, PO B ML 0 AT PR O PREE . TSR S8 &
oo AIXLESL M THE R ETEA B, 55

HTHTD o

VNG re/ B R

R IEIT ) A& Assays-on-Demand ¥, Assays-by-Design (AR BT 5 [ AERE)

Fen, HREF O RS R A D hn il . RS BAT R, BTN
I IPRE R — PR S L 9t . T B—5280, 28 n] hy H AR AT A 6] B FH AH ]
5N T2 HSLE, HARMWHRE —MMH FAM 2O6hr1d, XTI VIC® 2%

*/j:“ia o

TR
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http://www.appliedbiosystems.com/products/

F2E RIMHENESXR
HEEIREFIZ|Y

IR

XEF 7R GISER:,  FTRTFUR) BT AT 5 5K 5 ) AN 8 ] S [ N I A=) R S8 2 ) Assays-on-Demand ™ 7 i FH AR Ao A 347 45
WEPINARFRILH PCR 5IH—A FAM™ %6hR 1L ) TagMan® MGB #45F,  BL 20X 73 BRI E AU 4t

TERBISse T, A IR HARRER 52 F FAM 286hrid, IR 2 H FAM 986kRid .
NSRBI T R S5 I R LA RE LR K A B BE DRI TS BE DR A4 RS [E N AR R G A ml RS Gl PRIy g i

.
FEFE RS HE 4 Vil
ACVRI iAW E N1 Hs00153836 m1
ACVR2 WEE A SR Hs00155658_ml
CCR2 FatkH T (C-C %) 21k 2 Hs00174150_m1
CD3D CD3D HiJil, AZJk (TiT3 284 Hs00174158_m1
FLT4 Tt MRV 4 QIS A R A I ARG B 7 I8 1) Hs00176607 m1
GAPDH s -3- BRI A Hs99999905 m1
(glyceraldehyde-3-phosphate dehydrogenase)
TR
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TER?E

BN FIRE X E S
TSR

Rt E R
Aty

AT AR %

@}iﬁ’s‘i

IAHEXS E 8 S IR
%5 PCR Hii

%’jﬁﬁi%

TR

!

RELE RNA

!

A RNA iRE

!

1% 5 RNA 351L 75 cDNA

P

A

Synthesis of 1st cDNA strand
B

Primer Extended on mRNA

SH%E 20 ;|

ZR% 20 |

SRE 21 71

N4
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FIE PITRESR
A RNA #5 7

HZ RNA 35/

$RHLRNA - SL[E BT A R G0 A FHR AL M AN]SR I RNA S R GERIAL 241K
A, NI AE FEIRAN . R AR R RNA.

EX =)
ABI PriSM"™ 6100 Nucleic Acid PrepStation 6100-01
(ABI PrRIsSM™ 6100 #%FZ4R )
sl RNA {2418 -
Nucleic Acid Purification Elution Solution (1% & & BB I ) 4305893
Nucleic Acid Purification Lysis Solution (#%FRIZE /3 AR ) 4305895
Nucleic Acid Purification Wash Solution I (RZERFEELLIE 1D 4305891
Nucleic Acid Purification Wash Solution II (% BER4ZEUEHK 1D 4305890
AbsoluteRNA Wash Solution (DNase treatment) 4305545
(AbsoluteRNA VL, DNA Higib2)
Tempus™ Blood RNA Tubes (Tempus™ Ifi.i RNA K E ) 4342972
CFHT% 1 6100 PrepStation 7EFEF 3 HTHHRAE . FoE AERER A il 1)
& RNA)
Isolation of Total RNA from Whole Blood and from Cells Isolated from Whole 4332809
Blood Protocol
CA 2l 777K 5% RNA FIA 0l 17 BEK K 7 RNA S5 775D
Tempus™ Blood RNA Tube and Large Volume Consumables Protocol 4345218
(Tempus™ M8 RNA i EFIA 2 EFEH L5 775
FEIRZIZH RNA - Isolation of Total RNA from Plant and Animal Tissue 4330252
Protocol  (MAEHRIZIH 1 HEHK 57 RNA 9% 77 %)

DR TS AE ARG R B SES0 A T RNA R LU 454
- It As601280 Rt 1.9
o JHEEI AL VKM S AL e B TC 1Y
o ANEEESE (RT) B¥ PCR 0457

High Capacity cDNA Archive Kit Protocol (A Z¥% ¢cDNA JFid 7 i 3545 17 )
(4312169) FELFEAEE RNA AR 1IN i B

il

RNA B9f&

%5 RNA B High Capacity cDNA Archive Kit (K% cDNA FRIKF @ 5E8 77 %) L&l i
BIRE M6, TEE 0.1 & 10 pg (U RNA #4604 cDNA. B0 E 85105 RNA, #ifR T-4f
K 50 uL PCR #7348 st i, MUEL RNA #46 k) cDNA [T 10 & 100 ng, AR
5L,

TR
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%5 RNA #{L5 cDNA
1Z/5 High Capacity cDNA Archive Kit (A& cDNA FEiRHE)

1% 5 RNA 51k cDNA

f£H Hligh fi/f] High Capacity cDNA Archive Kit (KZ¥H cDNA FEIAFIG) (185 4322171)
Capacity cDNA 7259 RT-PCR #7425 (RT). 4 High Capacity cDNA Archive Kit

Archive Kit  Protocol (A 754 cDNA JFE I E5 775 (155 4322169) TR T2 75
(KAE cDNA E 75, ¥4 RNA #4kl cDNA.
RFED

BE! SLE T % IFABE High Capacity cDNA Archive Kit  CKZ¢H cDNA PRI A
&) Fefte IE BT WG S T

http://docs.appliedbiosystems.com/search.taf

PHY RIS, £E Product (778 FISRHET EFE ABI PRIsM™ 6100 Nucleic Acid
PrepStation (ABI PRISM™ 6100 B BRIZHUAD , AR5 Hiili b TR ALY Search (3
R) ¥4l. 1F Protocols (SEHG T ) bRl N4 LS 7 &

R % (RT) B High Capacity cDNA Archive Kit (K75 cDNA FEIRFI A 181 LLF HEH 251
RBEIRSHIRE  PUTRES RT) SR,

SERA B[R] BE
PREFF 10 4y 25°C
R¥r 120 4% 37°C

R DL RT-PCR (AR FAFAE SR 30 GO LA o

TR
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FIE PITRESR
1561 RNA #2142 cDNA

77 cDNA  {E#:4k cDNA 2 J5, NOETAT cDNA FEARIAEAE —15 & 25 °C R N Mk
SRR cDNA B i /b, N LAAE S35 5003 FFIR AT cDNA FEA.

/O . 105 28 (RT) SR R P

USSR mvj\ﬁlﬂlﬂ‘a‘ﬂﬁéﬁﬁi@ (MSDS) JFEF R AE R . 3 3 3 1 PR R
B, RIRATE.

AN M

TR B, RNA MWL B S IE P, RNA IRIE LI EI6IE: (I Ay W, IFERRE R &k E
50 ng/uL.

S (RT) PV FIH LR J7 328048, 4/ High Capacity ¢cDNA Archive Kit Protocol (A 7528 cDNA JF A2 3E58 77 %) Ak
SNEIER

>
P
=l

5% n pL /1 IR uL /21 WIRFL®
10X Reverse Transcription Buffer 10 210
SR G
25X ANTP - (4% 1 =512 4 84
10X BEHLS 19 10 210
MultiScribe™ Reverse Transcriptase 5 105
(MultiScribe™ K F3%HF) , 50 U/uL
TorL R 7K 21 441
BEA SR EAA TR 50 1050
a. B RS (RT) SOVARR G 100 (€L (ﬁliﬁJTI) X TREFPEZA0) 104 X PCR 438 . (S35 26 71 “ 6 @ﬂiﬁ JEHE (RQ)
SRR SCAE” ) IR, Wl 5 uL cDNA, MijfgA~412 \ﬁﬁ% 6 e (RT) o AL EAANIAAT e 15

AL GAIAT — IRAAT e e s (RT)F}T\‘) PASRAMEWRLRE AP I BE R, I 7 & AT RO K cDNA H T2/

SRIG VA OSAL AN BU R, s cDNA B R WAR -

o 50 pL A3 (RT) PliRIAF)

o 30 uL LHERREEK

e 20 pL RNA FEA (A4 100 pL /R RNA #1468 524 1 pg)

ikl =gl B e

L L ‘
OOdeoodbood
000000000000
000000000000
000000000000
000000000000
000000000000
000000000000
000000000000

AR I A P T A5 2 e % - WA&%&W&H%M%mﬁ%%ﬁ%Rmﬁﬁﬁbmwxﬁ%ﬁ%%%zﬂﬁ“&ﬁﬁﬂRD
FIFIEIASE W E

¥ cDNA I HE7E —20 °C WRE T, EHEMEHA I

TR
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TER?E

BN FIMEX EE
TSR

it ES
i

R

b

MR E 8 2

@0’“ X EE

TR

MBS E & Fa R AR A AT

v

&

##% PCR iR

SAE 24 7T

v

GEIHENER
e Rz 3z 4

ZRE 26 7T

v

B RS

SIA%E 26 |

v

Wit ARG

SR 30 ;T

v

RTFAE E 8 I R ST

SA%E 31 |

WA B |

v

FIEETT R R

SRE 31 N

v

EEEXE SRR
iR

SIA% 32 N

7300/7500 LT EE PCR A EELI NI 1HEE

23


lxy
delete”执行“

lxy
delete“执行”


Fia Z B

EAT AN ERRMRE R

KA FEAf R O g AT A2l 98O RO ERE, DA £R 7300/7500 PCR XA T %
FERBATIRA . BT RREIE 7300/7500 PCR X 245 K, 1S B DY

/E% PCR #Fia Tjsll:b'lo_ﬁ?lqj

TR

24

Wi RT-PCR 1) 55 25 (PCR) £ 9 1 ¢cDNA, 1l TagMan® Universal PCR
Master Mix (TagMan® i ] PCR § #4351 XA HATH R T .

TagMan Universal PCR Master Mix Protocol (TaqgMan i/} PCR "1t/ Fillg i 7% Loy
D (535 4304449) Ry ] T Al 4 ARG R kG ARSI 1A T
TR H S A i (AR ZR )

HZ I fER . TaqMan Universal PCR Master Mix (TaqMan i

mPCRﬁ‘i@?ﬁ/Eﬁﬁ?‘J) XTI G AR JIAT RIBNE o ToLRA T AR I BN 2% P EA
%gﬁé E%%)\%giiﬂ Kz ik (MSDS) JFREAT B R . o A TG I fR
N XE D °

RN R4y uL / FEAR AR
TagMan Universal PCR Master Mix 25.0 1X
(TagMan i@ | PCR # i HUERFD  (2X)
ER 514 | 5.0 | 50 %% 900 nM
S5 14) | 5.0 ' 50 % 900 nM
TaqMan 4 5.0 50 & 250 nM
cDNA FEA 5.0 10 £ 100 ng
A YN 5.0
it 50.0

R AL H Primer Express (5161l ) BA KRG VHREE RIS 1Y), 2ifdH F3R

FUHARER, EREF RS e AT Ak, A0 2 7560 L SEBe o i dc itk . I
Assays-by-Design (X% &5 YAIERER) FI Assays-on-Demand 7= i [P BC 5 Lk
I, A5 AR IR 2R FE A U TG T 2 9
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MR

R R

1. FERONAR EAE EARSE, BOR N REAREARSM (fldn, fEE 2 M A LIS
IR S ARSI WA BC R 2 A4S S it b, &
A BRI NS I eAh, AR B, BERPREARS R KR B
AR AT AL 7> A X

2. ) MR SO LA, I 50 pl 13 24 PCR 38 FilvR ik 571 .
3. BIXEE S AR E T UK b, EHBEAERS AR N 7300/7500 PCR 1.

I

AR S S A 10 5 A1 4T 7] M Assays-on-Demand 7= FF 35753, DL 20X Gene Expression Assay Mix (3 [K %1543 43
D et PCR 4 PRI % LU 7 A%

L/
RIS fourd WL/ 5 R R Y

TagMan Universal PCR Master Mix 25.0 . 125.0 1X

(TaqMan Ji ] PCR " HEFHRAFD  (2X)

20X Assays-on-Demand™ Gene Expression 2.5 12.5 1X
Assay Mix

(Assays-on-Demand™ & [KI 321K SE 56 73 R F)D @
cDNA FEA 5.0 25.0 50ng C(HT 50 uL %)
TAZ B K 17.5 87.5 -

Rt 50.0 250 -

a. W& IE R 5 YA K 5 14 A B bR O ERET .
b. JEHER 24 MY A PUR B, 23 FEENAERRAEA]— 0, PO — 0. W 5 AN ROVARR (4 DN SN — USSR 5 Lk
A T P A K

FEARIPR AP BCAE 3 AN L, IR s 50 pL 3624/ PCR § MY HURIAA (& cDNAD IIABEA M4l

ooooooooooooﬁ 000000000000
000000000000 000000000000
010100 9101010 OOO® | | . 0000 0000 0000 ||
000000000000 0000 0000 OOO® || i
oo s0ee soee || 000000000000
000000000000 000000000000
0000 0000 0000 .. 0000 0000 OOOO | 5w
©00000000C 00+ \upny @0 0e ®eeee0000 Garpy)
000000000000

e00000000000

0101010 9101010 SO | | i3

000000000000 | s

000000000000

ecec00000000

0101010 S10IeNe SIS0 | ;51

®@0'® ©9®®® 000 O GaPDH)

o RNVARE Tk b, HEBIEAER LR 3N 7300/7500 PCR {X.
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| BAE AMERREARERLE
by BIEHEXTEE (RQ) RIZRX 1+

BIEHEMEE (RQ) Rz H

BEAR A E I (RQ) SR ST it A7 AR 5 fe R v SO [ A S AR I 040 -
AN 5 B S AR AT AN S f S AR S o A S i (RQ) S AR SCAF
WA KRBTV E AR, WAL R

BITRERK 0 TR REAAR 2 5 (RQ) NI, T REHREN . X IRIEREHE 55 -
o IREFREAIBACKR — DI R SRMERZ IR A R, T AT AT O B
A HAR P AR BAE IO EREE o Btk A T S e G R

BE! O TGO B AT HAE T, BT A AR S AR AT A S
—BEIFE P RE .

o WXTHE CuESUESE 13 1 “HOEH e mLE” ) o GRS 2
ARSI R FEAS SN RR A A Z > — AN IR, T HL R DA AN PR
TR NSl WIS — N RN EAEZAFEAR, WREAEA L
BN I AR e 5 G R T s 8RR IS A 2 A A ) 7T P ) L (43l
i GAPDH) .

o PREMTSS¥5 2 AT Wi A FHAE 23 A ik A2 v MO FLISCER IR « I8 TR 2
IR ST AR AEAS SN FL P TR $i5 58 P AR 45 HR 1) — T

2% 5 MRFHE ...
Target (H¥r) A5 T3 B AR 7201 PCR AR MR M AL.
Endogenous Control ( Py i) B 0B HF9 3 et FEF B PCR ARG S N fL

TR
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BN E R IR H

TR AEAE S A ASFT 0 SR SO,
] NEAT S AR SO S AREAE L, sl Al
PR SCAF BUAE —ANBr K S MR A o AT 3 IR A
(T B ANBr (K SR . 9% P AFEAE B
oA AR SCAE RO BE ], S S RSB .

B3 S BT AR 3 A4 -

1. MKIKIEF: Start (FF4H) > Programs (F2
J#) > Applied Biosystems 7300/7500 (£H
N AR G4 7300/7500 PCR ) >
Applied Biosystems 7300/7500 SDS Software

(EHENHEYRGAF 73007500 PCR X
SDS #A) (), PLiE ) SDS % AE

2. Pt File (GCH) > New GHED .

3. 7f New Document Wizard G Scffm %)
T, M Assay (SEE) FHAIER LR
Relative Quantification (ddCt) Plate (FHX}%E
B (ddCt) RMARD . $5Z Container  (J WA
KAL) i Template (B Bt (R ERIA %
B (R4 96-Well Clear (ZXH 96 fL
#2) A1 Blank Document (ZFHXKMNHR) ) .

FE! EARMA E & (RQ) S MAR LI

PATLER E R (AQ) LI T, 2 IRIR AF
AR € & (AQ) FIAIX E i (RQ) e WA

SCAFH AR AN AT AR # o

4. {F Default Plate Name (ERINSWARA) FB
W N R R4, B BRI S 4

5. Hii Next> (F—2>).
6. ERERNINE] R N EREL

a. P DLk HE— M REE . (GfE Crl B
il EFEZ MRE . ) WAL Detector
Manager (HREFEBEESS) FIR AR H
PREF, EII 3 A COTEHREE” R

S IH B R
b. B Add>> (GSII>>) . WEFHA N
B [z AR A

R 2 Document (U B H
Detectors  (¥REF) #1138 N IR /N8
ﬁﬂaﬂl}f)ﬁ%ﬁ%ﬁ’ SR )5 i Remove
(RIER) -

c. ¥iidi Next> (F—%>).

TR

B EE (RQ) R

Rt ERRIR A o

Newr Document Wizard

Define Document

Select the azzay, container, and template for the document, and enter the operator name and
comments.

Aszzay: |F|e|ative Quantification [ddCt) Flate j
Container ; |98-W'e|| Clear j
Template : |Blank Document j

Browse ..

Operator : |Administrator

Comments : |

Default
Flate Mame : |F'Iate1 5

Finizh Cancel

| Mest > |

New Document Wizard _|

Select Detectors
Select the detectors wou will be uzing in the document.

Find <] -]

Detector Harhe | Dese
GTF21
GAPDH-VIC

ription | Reporter | Quenche 4

GAPDH

®®

Mew Detector.
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B 4T WMEXESKERESERE
IZIFIEE (RQ) RAZHRX 1

7 . j"j /I\ & @%LTE‘ E % %+ %u /EE % o HMesy Document Wizand

a. $“:—E‘—‘/I\&@%L (ﬁXj‘ﬂ:E:E*ﬁézlgiﬂi% suz::l:m“mb::‘::"m“'qumﬁ&;":::f:'j uencher lagk | Golor | A
—HRNAL LUERE (D . ‘ 1

b. Hai S M ALIEFEREL o

c. Hili Task (fE55) AN, BURER
EHESS .

d. &5 Use (FHD) .
e. Hii Finish (B »

T [ B [ I T T |

| Do (o o o
S ——

I ] e e

FRARAS DA it s IR e FEA 4,

I, SEANBERGAT S ik S AR S £

MU EBTOR . il OK () - . |
ou can enter sample names by using the Well Inspector, or by using the

SDS ?}t’fk}: EI] ﬁIJ ﬁ&@*ﬁi,ﬂ# #EZZT_\‘ ‘in-place sample name editing' Feature {select well{s) and type text directly into the sample name),
’
Well InSpeCtor ( &@%Li& E ) After editing sample name(s), you can then save the RO Plate document.

8. MIAFEAL

a. 7t Well Inspector  (Jz W L€ )
B AN N FLERHE B FRAR L HL 22
/I\E:E&}E%Lo A H\fer H\fer H\fer H\fer

b. HIAFEAA

c. B DAEE, FEPY Passive Reference (FH ‘ |
PSP ) WE. (BRAENT, & B :
& ROX™ 355 )

wiell(z): A1-A4

d. E‘:Eigﬁa‘% a § C, E?Ui@%&@*ﬁim% Sample Marne: |Liver—
I AL AR A A% RIBH 1 2 bl

'E Mote: ou will need to enter sample names before saving the RQ Plate document.
L

c | Use | Detector| Repor|er | Quencher | Task | Color o
jlﬁ ° T |RARA FAM (none) Target
[~ |RARG FAM (none) Target i
| S FAM (none) Target
B SRR S AN e AR P Jhcw [aw (o9 T A
e RNl BBBp AR el L] [ R s .
it e

TR NAL. BTG T Bl 22
W KA T 1N AL . 0 2 IR AL T e

SVEA U], TE S LA . ‘
® ®

Fassive Reference:

ROx ‘ hd

. |

R B TE— YOS TIE I B
AUERE (FEARA . BT 55

e. <] Well Inspector ([ NALBEE) &
DQ

TR
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B EE (RQ) R
PIEHIXT EB R IR X1

9. 7F Setup (E) EHi-R b, KA IFAZx] 6
AN ALIRAE o

T HIELE
FEARNS € Bl Seiert, =ML OFFRE. BREATBSEIED AE— P KREAS ) S JBCEAE = A SR SRR E o DRI, da @it 3 4
X 7 8 S NEARCSCAE s REANAEAS BOWRRAEFH —ASC

PR SR AT 2R, Bt AREA SONAL T A —MEA — RITHBR P2 s A R e AN SO AL —NMRER SRR (s
CITHE) o BEAh, WA SONALEHRE —IEREESS — T (HAR) SE (WD .

NP T AR SNEAR bR RS SN LR E LR A AL« IREFRIR BT 55 2 I ) S AR R S S W AR

Setup ¥ et Y= ¢

pE

Plate
[ a1 o s | s ¢ | = | w m | =
& | Uver  Lwer | Uver  Lher | Lver  |Lier | Lber | Lier | Lber | Lier | Lber | Lher
] ] ] ] ]
B | Ler  |Lier | Uver  |Lier | Lber  |Lier | Lber | Lier | Lber | Lier | Lber | Lier
] & T B T L] | | L] | |
€| Uwer e | Lier Uver [Lhver | Lver | Liver
7| T P
D | Ler  Lher | Lier Uver  |Lhee | Lver | Lher
]
E |uwer  |Lher | Uwer R ™ | heer war | lker | lar Uk | lar ke < .
i s i T L E FREHE S RIS
F | Uver  Lier | Uver  Lier | Lber  |Lier | Lber | Lier | Lber  Lier | Lber | Lier
w
& | Uver  Lier | Lver  |Lier | Lber  |Lier | Lber | Lier | Lber | Lier | Lber | Lier
W | Uer  Lier | Uver  Lier | Lber  |Lier | et |Lier | Lber | Lier | Lber | Lher
] ] T T a =] a =]
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1 $4E MENERRERE RS
ey 7 KRBT A TS TRITIR

EERBIAFHFFEEITR MR

PCR 4 1Z R ECARBIR

ARG IRFE D TL IE% - FEA BB SO, (RT-
PCR) PATHIX s SEg CRBCRHILTE) . &
PR ESEURFKk (RT) LB

IES56 7 BTk K PCR AP BRI BRI IR S 4F (i

TR N/ Instrument ([ 28) &I
o

M EAEE (BB RT-PCR)

I hermal Lycler Frotacol
Thermal Profile ]Auto Increment] Famp Hate]

Stage 1 Stage 2 Stage 2
Reps[i | Repsfi | Repsfn ]
B0 | B0 ]

fom | E=
oo |
Foo_ oo |

/E

AddCycle | AddHold | Add Step |
Settings

Sample Yolume [pL] : a0

Amplification Plat Data : |Stage 3, Step 2 [B0.0 @ 1:00) j

Add Digsociation Stage |

v 9600 Emulation

Rt {R¥r FAVHES I I SR (RT) BV 98 K
1) R¥:F (RT) P& : )
10 4 @ 25 °C 120 4% @ 37 °C
EM s PCR ¥ (40 MEHIBEAIEIA)
AmpErase® UNG i%ft. | AmpliTaq C’Old@ DNA it Bk / GEfE
2) PCR ¥ 1855 REHEL
{R%E TRy PEH
2% @50 °C 10 %> @ 95 °C 15 % @ 95 °C 1 % @ 60 °C

—57% RT-PCR #\EINEH

Rk E— 7k RT-PCR 2840k, )
cDNA 4= A Ba7E TAE AR 0 A7 R ik
1T

T B on— 7k RT-PCR 256 [RAIE IR 54

E;%% ARG EREIA S H 1R FH S LT

Thermal Cycler Protocol
Thermal Profile ]Auto Increment] Famp Hate]
Stage 2

Stage 1 Stage 2

Reps[i | Repsfi | Repsfn ]
B ] Er
o
oo |
- .
0:00

AddCycle | AddHold | Add Step | Add Dissociation Stage |

Settings
Sample Yolume [pL] : a0 [v 3600 Emulation
Amplification Plat Data : |Stage 3, Step 2 [B0.0 @ 1:00) j

FHEIFIYEE (—3¥: RT-PCR)

VIG5 PCR ¥ (40 MERHEEAEIN)
% AmpliTaq® Gold DNA il it Bk GEfR
RE WAL
TR¥F TR¥F THIR
30 4r @ 48 °C 10 4¥ @ 95 °C 15 % @ 95 °C 1 4% @ 60 °C

TR
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fERE
1.

2.

3.

TR

MBI ZEFFIRIEITR R

EFE Instrument (fY8%) EIF.
BSOS, Wm0k s i % - JRA ik
M. (RT-PCR) J77%H PCR A BR[F451HE PCR
%At

BOAIE LA #5 1«

o X T RT-PCR, 2RA MK PCR #WEFR
ZAt O E

o WIRAEAEF] 51k RT-PCR, 7 580 E
TS, SIS 30 10 “—
% RT-PCR #4417 o

o Sample Volume (FEAAEFR) 4y 50 uL.

e 9600 Emulation (9600 15 ¥ ) JEIIEHL

SRR W REAE ] SYBR Green I {62775
FRA, 1 H A A BB S AT AT G
YA RE e IS AR, T B — A Rk
f] Dissociation (V&) srHreifbit. A
KVEN, HS AL,

SR {F 7300 PCR X _E AL 9600
Emulation (9600 &) Ihfit,

YEPE File (3Cf4) >Save As (FBfFEH), N
AHRS 2 5 S NAR S AN — A%, RS
Hidi Save (fRFF) .

R S AR A A5 o
AR VAL AL TR FERLN 22 A

iy Start (FFER) -

FEX 31247 PCR F2/73H], Instrument (fX
2%) IR E2 WoRsSERPIRSE S, FRiRE
WG TR

BATE NG, B b EBonE BIRE BT AR
[DavIR

FEJPISAT 09 T8) 28 W 1) B A B0 0 PR A7 B A
IR 3 R IR E & N .

e E MBI R I IR TIT LR
—2#5:% RT-PCR B EHEMH

Belun Y instrument {Fesulls R —

i~ Instiument Control r Temperatur
E stimated Time Femaining (hk:mm): Sarnple: Heat Sink:
Cover. Block:
Stap
= r Cycl
Disconnect Status: Stage Rep:
Time [mm:s=); Step:
Extend... State:
i~ Thermal Cycler Pratacal
Thermal Prafile | Auto Increment | Famp Rate |
Stage 1 Stage 2 Stage 3
Repsi | Repsfi | Repsfan |
-
poo ]
o
:00
adaiycle|  Addbold | AddSiep | Add DissociationStage | Deete Help

¥ 9600 Emulation

Amplification Plot Data : IStags 3. Step 2 [B0.0 & 1:00) ;I

Setting
’V Sample Yolume [pL] : 50
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y E4E MEXESRMERE R
by BUHIEEIGRTE BRI REHE

DM EFHEN E= R MREE

FIa ot

BEIBAT Ja oy AR S8 B I AR, 1
oL P Analysis (47#7) > Analyze ($h4T5
M) o SDS FRAFE i vH R SR ah 58 6 B s 2R AT %
e ST B PE S H 5O SRS BRI PG RO AR
Z I R R o AN WO RN AR, A
AR DYl BB 11 Plate (AR . Spectra
(Ot . Component (f%43) F Amplification
Plot (38Kl .

XF Results (Z58) &I

Y:E Results (éljil:%) i{ﬂélﬁ_lﬁiy 1§m‘ﬁ:%£u%ﬁ‘i$% E File “iew Tools Instrument Analysis Window Help = | &
FPIIEE R, IS S, B, )z — Lk S SR EZH ?
*iz’-‘, ﬁiiﬂ&ﬁ%éﬁ%u I‘Eﬂ{ao ﬁu%j@ﬁﬁ{f{ﬂ |/.-"Psllaattip{y;r;?cr;;ne}’néoyrﬁsos:g:t\}"Ampliﬂcation Plot\

ZHL NP AT .

Results (59 ki Eu4h 4 /I\:éﬁifilﬁﬁ
SRR . A RKIEIRFIE U, e
el IR ML B o

o BHEARNAEZ RS,
o BLRPE VAR EPTAT 96 AN BONAL, T USSR ECE>De?

i‘[_ \ J: ° / Setup ¥ Instrurment ¥ Results
rm E/JE ﬁ /Plate ¥ Spectra ¥ Corpanent ¥ Amplification Plot
I | : | | 1| s 3

A TLiver Liver Liver Liver Liver Liver
642 G.44 643 666 5.34 2.3
B [Liver Liver Liver Liver Liver Liver
587 583 585 5487 T 652 T 625

o BEHESEIGIE, WA y oL x i)

EIL i—\‘ Graph Settll’lgs ( ﬂé‘&ﬁ ) Xﬂ‘ iﬁ *E o ﬂ Real Time Settings Post Run Settings
.U% _’%T'_?g E,:J _&EEX j{j%a::fg\: Eﬁ:% H(J Eﬁﬂ g£ . Y-[ixisL. Au: ?cala M;lﬂn;uﬂr:s Y-:-xiz : .Auto Scale
inear inimurn: {0, inear inimum;
* log # |og
Maximum: {10 Maimum:
oAz is autoscaled in RealTime Az ¥ Auto Scale
~ Minimur:
¥ W aimum:

Display Options
Line Wwidth: |2 [1-10]

Defaults oK Cancel Lpply

TR
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lxy
delete“卡”

lxy
delete“卡”

lxy
delete“卡”


Plate (RLZ#R) &N
BoRBEAN SN AL S5 AT,

o T RNALIFEAY . REHES U
o WHARMR, RIEFRHREFOCHE 1

Spectra (HiZ) 1‘551@
WORITIE [ N AL P e e
o HBUbR¥REN I HES) Cycles (FIN) Ik
EWtRRas, A AR IEIAEIE,
o Cycle# (JHAED CAKMEF HIRIF IR~ 2S
A A

Component (%) iiélﬁ@

WRHEAS PCR Ia AT B 18] sk Js J3 L IR B ol 2 6 1)
SERCIERIN . BRI B8 B8 — ML HU W
fLo

ER: WREMEH TagMan® P20, 2 = Msr
(ROX® %t 5 HE RO TAMRA™ K 52
) WIRTE Component (43 LR F. it
1848 TagMan® MGB 7= 8, U H SR Pk a4
(ROX FR A 3L H190) , WA B

Amplification Plot (i 1#&[&]i%) i£IR

IR R, ORIEJEIREZOLHE) BEPTIEORET A
IVERIDETEE S G LA

TR

= st —
SFNE BN E B R IE =
Plate (ffrtR) ZELT+ iy
/ Setup ¥ Instrument ¥ Results
/Plate ¥ Spectra ¥ Cornpanent ¥ Amplification Plot
K 2 3 | 4 s | s | 7 8 | 9 | 1 |
A Liver Liver Liver Liver Liver Liver Liver Liver Liver Liver
Hesz Hless Hlesz Wess @ls3 sz @sz @sio @iz @rms |
B | Liver Liver Liver Liver Liver Liver Liver Liver Liver Liver
Hssr Wlsos Hlsos HWssr T6s52 Tezs Teaw Terz [Mzes [Mzsa
C | Liver Liver Liver Liver Liver Liver Liver Liver Liver Liver
Hex [less oo Hlem T ass [flass a0 T ars Te33 |TE1S
D Liver Liver Liver Liver Liver Liver Liver Liver Liver Liver
Hs3¢ Hleos Hers ez Hrm Hless Hesr @lroo @lezss Herm |
E | Liver Liver Liver Liver Liver Liver Liver Liver Liver Liver
Hers Hless @0 Wrx Tsis 7515 (Ts10 (7T s1s @z @lsis |
[/ Setup ¥ Instrument ¥ Results
/ Flate )fSpet:tra \(Cnmpnnem Y Amplification Plot
Raw Data

9220

aooo

G000

4000

Fluorescence

2000

228

Filters

Cyele

40

|| oot [an

3200.00

2800.00

2400.00

2000.00

Fluorescence

1600.00

1200.00

800.00

400.00

Flate ¥ Spectra ¥ Ce

Amplification Plot

Component

Component(s)
AT | B
W~ rox

1 3 &5 7 8 11 13 15 17 19 21 23 25 27 20 31 33 35 37 39

Setup ¥ Instrument ¥ Results

Cvcles

/ Plate Y Spectra ¥ Component ¥ Amplification Plot

10

Rn

Rn ws Cycle

a
1 3 6 7 8 11 13 16 17 19 21 23 25 27 28 31 33 35 37 39
Cycle Number

e —
Line Color: |\well Color h
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lxy
delete“卡”

lxy
delete“卡”

lxy

delete“卡”

lxy
delete“卡”


] %48 NENTRRERESKE
by FUIERTEBRITHRAHE
BRSO

IR HEE Ohi) « R, CREIEJERE 265
OO ERMR VAR R (FEA% . BREFIRETT:
550 BIAFAEAEATR 5 B e AR SCPE A

FEIBATRE P I I R o 5 2R 2 S AL BB
HEIU AL L, LA 20 R 53 B K

AR WO EBEEE,  Analyze (FATOMHT) 1%
B BIAR NG — HAR ORGP IR T 20 #r
M¥E, Analyze (FATHT) $2HL () RIMAR
A AR o

FHHEX E = e Rz R & HE

& AR AN o 1 s SR P BB e 5 O SO
S, AR JE AR R S O U Microsoft Excel HY

HL T RS
1 . izﬁ_% File (i’fq:) > EXp()l’t (Eﬂj) y %}ﬁ G View Tools Instrument  Analysis ‘Window Help
MRS B 2R o e
. Sample Setup (#2&)&%) (*-tXt) i—.o\,s: Chrl+s
« Calibration Data (RIEHIE) (*.csv) Save As...
[ ] Backgl‘ound Spectl'a ( %%7"6%) T —— Sample Setup...
(* .CSV) View Exported Results. .. Calibration Data...
« Component (f7) (*.csv) e enon Componant.
« Rn CGRIEFIRETOCIRED (*.csv) o i L
— RS, T NS AT Y s AR f 2 ey
S ILREARBOE RS o T S AR AT Ext
T E BRI

2. BTGB EA
R OGR4 PRI T8 2 T ) e

3. Hiili Save (fRFF) «

TR
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RN E= R P IEE

TER?E

BRI TR
PN
SIEFRMENEE PR
. A IR
MR
witENE R l
BN v
RENRNESH S¥ 38 71
AEE R TN (E ZHE 40 |
@i%i
NTHAERLER SAE 45 T
B E R FTAR ‘
R
EEMZBRHER ZA%¥ 50 7T

- FEMS AT ER

-
i SH%E 52 I
S WS '
@;*HF}EE
s

TR
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lxy
delete“执行”

lxy
delete“执行”


¥55 AEBMEEMRBPONEE
BIEIGAT EEHFZX I

BN EEM RN

FERIE S B ATDR 5 2 S AR EA T R 0 Ar, -
IE BN RQ Study  CHHX E SAFTT) 3
e

EE! RQStudy (AHXwEEMFF) BAXT 7300

PCR {32 T E S AL, 1% 7500 PCR A2 b
HERCE

SDS #AFAE FHAHR 2 I LL B 1 (27 24¢Y, K

AN E TRV, W2 [ ABI PRISM®
7700 Sequence Detection System User Bulletin #2
(ABI PRISM®™ 7700 /7AW I F LI )7 A R # 2)

5 4303859) .

AR ERBIIH, ATk ...

AR

TEBE PN BRI IE B FEAS

TEREIG FH 0] R

B FE LR RN i S AR X 5 f: Min/Max Confidence Level (#
AN ERCKEERED .

BIEAS I S AR FEA

o QUEE. WIMEE KA,
o BUEE. ASINEUE SR

o HHSUHREHMES

CRE AT AE AT R R 8 S AR S AT IX 2 4 )

BIZ F Y HE € B R R AR 3L

1.
2.

4.

EHE File (3UfF) >New GHFE) .

£ New Document Wizard gt 3C4F 7))
T, M Assay (SEEG) FhigilRhikst
Relative Quantification (ddCt) Study (FHX}
R (ddCt) BF5T) » %2 Container (44%)
Al Template CFERRO FBPHIBUABE (B
5350 96-Well Clear (ZXH 96 FLAR) A
Blank Document (% H & NHR) ) .

1E Default Plate Name (ERIA N4 ) FEB
HRET N S NS4, B BRI S A

i Next> (F—>),

TR

36

Newr Document Wizard

Define Document

comments.

Aszzay: |F|e|ative Quantification [ddCt) Study j
Container ; |98-W'e|| Clear j
Template : | J

Operator : |Administrator

Select the azzay, container, and template for the document, and enter the operator name and

Commerits :

Default

Flate Mame : |F'Iate1 5

| Mest > |

Finizh

Cancel

(X
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plRRAET E R

5. BN g 8 s SRS I 2R 9T P
a. ¥ Add Plates (RN MNAR) . g

Platae
Ll et o th= RO Zh_y.

Selert N0 Plate(a]

ER: D RQWITUT, BRI o CRED HERE o
10 ANAHRT 2 f SRR o i ﬂﬁ
I2u Fezent L

Daenimenls

. I BBE IO (R B, A ol
¥ Open (FT7P) . s

My Compute:
‘.y._
_ e INEIé_o-k T L T T E
AddPlates.. | Tessrume [Fchea = EE |
%ﬁ%&m*ﬁ/ﬁ\ﬁ%tﬂ%o New Document Wizard fgl
Add Plates

E% | Fﬁﬁ{)ﬁbﬂ @Jﬁﬁ% EF' Eﬁ&@*ﬁ%ﬁ% Add plates to the RE Study.
ZUAE A R R A A 2 50 — RITAH ] 125 .
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